Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.009 Å; R factor = 0.042; wR factor = 0.111; data-to-parameter ratio = 15.0.
Related literature
For related literature, see: Bourne et al. (2001) ; Etter et al. (1990) ; Lin & Zeng (2007) ; Pon et al. (1997) .
Experimental
Crystal data [ZnBr 2 (C 4 
Data collection
Siemens SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y þ 1; z; (ii) Àx; Ày; Àz þ 1.
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
In our laboratory, analogous crystals have been obtained from the interaction of zinc(lI) chloride with 2-aminopyrimidine (Lin & Zeng, 2007) . As an extension of this work, we report the crystal structure of the title compound, (I), bis(2- (Table 1) are within the expected ranges (Bourne et al., 2001 ).
In the crystal structure, N-H···N hydrogen bonds and N-H···Br hydrogen bonds (Table 2) (Etter et al., 1990) . The N-H···N hydrogen bonds bind the neighboring 2-aminopyrimidine molecules to form a zigzag one-dimensional ribbon structure. The supramolecular ribbons are parallel to each other and N-H···Br hydrogen bonds link them into a two-dimensional network. The close distance, 3.403 (3) Å, between the centroids of two rings (N4,N5,C5,C6,C7,C8 and its symmetry equivalent at −x,1 − y,1 − z) indicates that there are also strong π -π interactions.
Experimental
10 ml e thanol solution containing ZnBr 2 (0.5 mmol) and 2-aminopyrimidine (1.0 mmol) was stirred at room temperature for 12 h and then filtered. The filtrate was kept at room temperature in the dark for two weeks to give white crystals of (I). The crystals were isolated and washed three times with ethanol and dried in a vacuum desiccator using anhydrous CaCl 2 .
Analysis calculated for C 8 N 6 H 10 Zn Br 2 : C 23.13, N 20.23, H 2.43%; found: C 23.19, N 20.46,H 2.61%.
Refinement
The H atoms bonded to C atoms were placed in calculated positions, and were allowed to ride on their parent C atoms, with a distance of 0.93 Å for aromatic H atoms and U iso (H) = 1.2 times its parent atom. The H atoms of -NH 2 were found from residue peaks in the difference map. The H atoms of the NH 2 group were placed in geometrically calculated positions and the N-H distance restrained to 0.86 (2) Å. The isotropic displacement parameters were set equal to 1.5U eq (parent N atom) for amino H atoms.
supplementary materials sup-2 Figures   Fig. 1 . The molecular components of (I), showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. 
